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CYP3A5 Tacrolimus CPIC#Z#% >+ 7 - &334 (EM) fr?

R (IM) B R > 388 s o
FHe® 15~2 1%
B A4 7.5%8 — & 533 (EM) o 4 20%

B EH (M)

CYP2C9 Celecoxib US FDA @ # 38 58 = g b en% &5  h &
BEa o EHRABH (PM) ki * His

TRES

CYP2C9+VKOR | Warfarin* US FDA : # Z §fki#B 78t > Fl & E 3
Cl FEHEY A A B2 2B CYP2CY do

VKORCI1 £ A& 7/ LB EK -
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AL R4t o

CYP2D6 codeine AP NEA (UM) e FEgE ~ 2 T 5
ARP R G 1284k 1T FIPR* codeineid
SR FIEE L E o 2010687 2p 24 3
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DPD deficiency | Capecitabine 4 2 DPD g A 2kt o
Fluorouracil
G6PD deficiency | Ascorbic acid 4 2 GOPD s 4 2kt o
Chloroquine
Dapsone
Flutamine
Methylene blue
Phenazopyridine
Rasburicase
Mitochondria Amikacin ACMG# 3 » i * & stk Rlp 4 L F 4 5
DNA mutations Gentamicin Mitochondria DNA mutations > ' ¥ 4. ¥ 1%
Neomycin A M4 g oo
Paromomycin
Streptomycin
Tobramycin
HLA-B*1502 Carbamazepine #14 § HLA-B*1502¢h 4 i * -
Phenytoin
HLA-B*5701 Abacavir %14 5 HLA-B*S701 5505 < @& * o
Flucloxacillin
HLA-B*5801 Allopurinol CPICZ 3 % 3 HLA-B*58015 + # & & * -
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SLCO1BI Rosuvastatin USFDA @ = g+ 52§ 18 % ;) Iy %3 7]
w ¥ ERIE O ZRMEF A SmgH 4a
% 3 SLCOIBI 521T > CR 4 & ¥ kR R
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TPMT Azathioprine USFDA 2% : # ¥ BF 233 (IM) fr ik
6-Mercaptopurine | i #3] (PM) B 4 R /< (8] 8 B 4o * o
CPIC 2% 1 ¢ B 37 (IM) R Ade |
B e iR 8 H) § 75 K 30~50% @ AR
3 (PM) # BAC1/10 A £ B 4 ig *
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3 (PM) -
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]
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o

s
e
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ACGM: American College of Medical Genetics and Genomics; ADR: adverse drug
reaction; CPIC: Clinical Pharmacogenetics Implementation Consortium; CYP:
cytochrome P450; DPD: dihydropyrimidine dehydrogenase; EM: Extensive (normal)
metabolizer; FDA: Food and Drug Administration; G6PD:glucose-6-phosphate
dehydrogenase; HLA: human leukocyte antigen; IM: Intermediate metabolizer; PM:
Poor metabolizer; SJS: Stevens-Johnson syndrome; SLCO1BL1: solute carrier organic
anion transporter family, member 1B1; TEN: toxic epidermal necrolysis; TPMT:
thiopurine S-methyltransferase; UGT: UDP- glucuronosyltransferase; UM: Ultrarapid

metabolizer
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